. Mantel correlation tests of geographical and genetic distances based on two set of molecular makers of B. correcta Figure S2 . Median-Joining haplotype network of B. correcta based on mtDNA cox1 data. Note: Size of nodes and pie segments were proportional to haplotype frequency; small black circles represent median vectors (roughly equivalent to hypothetical unsampled haplotypes); length of the branched is proportional to number of mutational changes between haplotypes. Figure S4 . Mismatch distributions of the 793 cox1 sequences of B. correcta
